. Profile of 18 conserved lincRNAs in the eye across species. Data presented in each cell represent the total number of reads (after trimming) aligned to the listed transcript; the unique number of reads (after trimming) aligned to the transcript; the length of the transcript covered by the aligned reads; and the percentage of the transcript covered by the aligned reads. Thus for EyeLinc1 in the rat eye, there were 206 total reads and 166 unique reads. The unique reads covered 1578 bases of the transcript, representing a 65% conservation of EyeLinc1.
Rat Eye
Nile 1718; 498; 697; 0.82 5607; 2486; 812; 0.96 3354; 434; 652; 0.77 2519; 356; 626; 0.74 3625; 422; 621; 0.73 EyeLinc14 8210; 949; 731; 0.29 66474; 10987; 971; 0.38 17614; 1643; 629; 0.25 10515; 778; 574; 0.23 14392; 871; 586; 0.23 EyeLinc15 1086; 729; 1973; 0.67 1649; 972; 1984; 0.68 658; 307; 910; 0.31 882; 356; 753; 0.26 1369; 419; 733; 0 Table S3 . Profile of 18 conserved lincRNAs in 4 biological replicates of macaque macula tissue. Data presented in each cell represent the total number of reads (after trimming) aligned to the listed transcript; the unique number of reads (after trimming) aligned to the transcript; the length of the transcript covered by the aligned reads; and the percentage of the transcript covered by the aligned reads. In the monkey retina EyeLinc6, EyeLinc9 (both not conserved in the human retina), and EyeLinc16 are not conserved, and in the macula in addition to these three, EyeLinc11 also is not conserved. 
